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The ASCA is a global community
of professionals who use

single cell and spatial techniques.
The ASCA mission is “The increase
in educational level and scientific
communication in the field of
single-cell analysis in order

to accelerate investigations

of biological objects and

to understand mechanisms

of disease development”.

JOIN US!
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Association
for Single Cell
Analysis

Through this 3-day event
participants will get

information about different
methods of of sample preparation,
single-cell, next- and
third-generation sequencing,
and bioinformatic analysis.

The program includes
presentations of expert users and
technology developers,
master-classes, hands-on
bioinformatics. Participants

have the opportunity to network
with leading experts and

to present their results.
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RESEARCH
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THE RUSSIAN ACADEMY OF SCIENCES
Chairpersons

Evgeny Denisov
Cancer Research
Institute,

Tomsk NRMC*;
RUDN University**

Gulnur Zhunusova
Institute of Genetics
and Physiology

*Tomsk NRMC - Tomsk National Research Medical Center
**RUDN University - Peoples' Friendship University of Russia



Organizing committee

Tatiana
Gerashchenko
Cancer Research
Institute,

Tomsk NRMC;
RUDN University

Anna Khozyainova
Cancer Research
Institute,

Tomsk NRMC

Marina Patysheva
Cancer Research
Institute,

Tomsk NRMC

Elena Kopantseva
RUDN University

Pavel Yamshikov
Cancer Research
Institute,

Tomsk NRMC;
Tomsk State
University

Alexander
Ikonnikov
RUDN University

a
ﬁ

b |

Ustinya Bokova
Cancer Research
Institute,

Tomsk NRMC

Anastasia
Korobeynikova
Cancer Research
Institute,

Tomsk NRMC

Anastasia Lokhonina
RUDN University

Maria Tretyakova
Cancer Research
Institute,

Tomsk NRMC

Egor Volchkov
Dmitry Rogachev
NMRC;

RUDN University

Vlada Tulyavko
RUDN University

*Tomsk NRMC - Tomsk National Research Medical Center
**RUDN University - Peoples' Friendship University of Russia



MAY 28, 2025

Venue:

Rahat Palace Hotel,
29/6 Satpaev Str.,
Almaty

SECTION
"SINGLE CELL
BIOLOGY"

as part of the International
conference "GENETICS AND
PHYSIOLOGY: PAST, PRESENT
FUTURE"
(IGPH2025)



09.00-09.45

09.45-10.00

10.00 - 10.05

10.05 -10.20

10.20 - 10.30

10.30 - 10.45

10.45 - 11.00

11.00 - 11.30

REGISTRATION

WELCOME

Evgeny Denisov, Head of Laboratory of Cancer
Progression Biology, Cancer Research Institute,
Tomsk NRMC and Head of Single Cell Biology
Laboratory, Research Institute of Molecular and
Cellular Medicine, RUDN University

Gulnur Zhunusova, Leading Researcher RSE REM
"Institute of Genetics and Physiology" SC MSHE RK

Chair: Nikolay Skryabin, Tomsk NRMC

Evgeny Denisov, Tomsk NRMC, RUDN University
Association for Single Cell Analysis: Mission and
Activities

Alexis Gautreau, Ecole Polytechnique,

Institut Polytechnique de Paris

Molecular mechanisms of single and collective cell
migration

Marc Yi, SeekGene
Innovating the Future of Single-Cell & Spatial
Multi-Omics

Kun QU, University of Science and Technology of
China

Benchmarking spatial and single-cell algorithms
for multi-omics prediction and integration

Tatiana Gerashchenko, Tomsk NRMC,

RUDN University

Immune markers of chemotherapy response in
breast cancer: Insights from single-cell analysis

Coffee break



1.30 - 11.45

1.45 - 11.55

11.55 - 12.10

1210 - 12.25

12.25 - 12.35

12.35 - 12.50

12.50 - 13.05

13.05- 14.05

Chair: Evgeny Denisov, Tomsk NRMC, RUDN
University

Egor Volchkov, Dmitry Rogachev NMRC;

RUDN University

Opportunities of spatial transcriptomics for the
study of pediatric ALCL

Yuji Ke, MobiDrop
Single cell sequencing as a life puzzle adventure
with MobiDrop

Nikolay Skryabin, Tomsk NRMC
Human embryoid bodies as a model system of
early embryogenesis

Amankeldi Salybekov, Qazaq Institute of
Innovative Medicine

Spattial transcriptomics revealed a new ADPKD
specific genes

Susan Wu, RWD Life Science

Smart Imaging and Automatic Preparation:
Improving Efficiency in Transcriptome and
Protein Function Research

Marina Patysheva, Tomsk NRMC
Spatial transcriptome profiling of the tumor
microenvironment in early-onset tongue cancer

Guangdun Peng, Guangzhou Institutes of
Biomedicine and Health

Time and spatial 4D profiling for understanding
biological complexity

Lunch
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' Chair: Kadriia Enikeeva, Bashkir State Medical
1 University

14.05-14.15 , Tatyana Bukanova Techprime
Unlocking Single-Cell Insights: SeekGene's
Advantages in Nanopore-Based Sequencing

14.15-14.30 ' Antonina Alexandrova, Blokhin National Medical
! Research Center of Oncology
1 Diversity of single cell motility in primary culture
1 of ovarian tumors and its relationship with
metastatic potential

14.30 - 14.45 Konstantin Okonechnikov, German Cancer
Research Center

' Single cell multi-omics data analysis reveals the
1 structure of tumorigenesis in medulloblastoma

1 brain tumors

14.45 - 15.00 Pyotr Tyurin-Kuzmin, Lomonosov Moscow State
University

Single cell analysis methods in the study of stem
cells regulatory mechanisms

15.00 -15.10 ® Roman Yunes, MGI
1 MGI-Tech and Taim 4: Advancing Single-Cell
Technology

15.10 - 15.25 Elena Kopantseva, RUDN University
Characterization of synovial sarcoma through
' single-cell RNA sequencing

15.25-15.40 s Roman Sankowski, University of Freiburg

. Spatially-resolved immune and tumor cell
dynamics in glioblastoma identify niche-
dependent therapeutic targets

1540 -1610 1 Coffee break



16.10 - 16.20

16.20 - 16.35

16.35 - 16.45

16.45 - 17.00

17.00 - 1715

1715 -17.30
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Chair: Pyotr Tyurin-Kuzmin, Lomonosov Moscow
State University

Roman Perik-Zavodskii, Research Institute of
Fundamental and Clinical Immunology

StarMap for Visium SD allows for deep profiling of
regular Visium data on a single-cell level

Kadriia Enikeeva, Bashkir State Medical University
Single cell sequencing reveals the link between
prostate cancer and benign prostatic
hyperplasia

Viktoria Yakimakha, Sesana
GeneMind Solutions for Automating High
Throughput Sequencing Workflows

Pavel lamshchikov, Tomsk NRMC; Tomsk State
University

Spatial landscape of ovarian cancer
transcriptome in tumor core and invasive edge
regions

Anastasiia Latypova, All-Russia Research Institute
of Agricultural Biotechnology, Moscow Institute of
Physics and Technology

Virus-induced gene silencing at single-cell
resolution in A. thaliana

Alexander Ikonnikov, RUDN University
Single-cell transcriptomics of rare cancer
diseases JMML and soft tissue sarcoma



MAY 29-30, 2025

Venue:

Institute of Genetics
and Physiology,
Al-Farabi Ave. 93
Almaty

Genomed,
Zhandosov Str. 4
Almaty

WET LAB



08.30 - 09.00

09.00 - 0915

0915 -10.00
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Institute of Genetics and Physiology, Al-Farabi Ave.
93, Almaty

REGISTRATION

WELCOME
Conference Hall

Evgeny Denisov, Head of Laboratory of Cancer
Progression Biology, Cancer Research Institute,
Tomsk NRMC and Head of Single Cell Biology
Laboratory, Research Institute of Molecular and
Cellular Medicine, RUDN University

Gulnur Zhunusova, Leading Researcher RSE REM
"Institute of Genetics and Physiology" SC MSHE RK

INTRODUCTION TO HANDS-ON BIOINFORMATICS
AND WET LAB MASTER-CLASSES

Pavel lamshchikov, Tomsk NRMC,
Tomsk State University
Hands-on bioinformatics

Tatiana Gerashchenko, Tomsk NRMC,

RUDN University

MobiCube (MobiDrop) 3' single cell RNA library
preparation

Anastasia Korobeynikova, Tomsk NRMC
C-Taim4 (MGI) 3' single cell RNA library preparation

Elena Kopantseva, RUDN University
Single cell RNA sequencing on the Genolab M
(GeneMind) platform

Anton Vitovtov, Zalma
GEM-X (10x Genomics) 3'single cell RNA library
preparation



10.00 - 11.00

11.00 - 18.00
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Marina Patysheva, Tomsk NRMC

Sample preparation. From mRNA to Protein in
Context: Resolving Spatial Gene-Protein
Discordance in Complex Tissues

Alina Tepliuk, Techprime
Oxford Nanopore sequencing

Break, Partner exhibition

WET LAB MASTER-CLASSES (DAY 1)

MobiCube (MobiDrop) 3' single cell RNA library
preparation

Room 207, Institute of Genetics and Physiology, Al-
Farabi Ave. 93, Aimaty

Master-class leader - Tatiana Gerashchenko

C-Taim4 (MGI) 3' single cell RNA library preparation
Room 205, Institute of Genetics and Physiology, Al-
Farabi Ave. 93, Aimaty

Master-class leaders - Roman Yunes, Natatia
Voronova, Anastasia Korobeynikova

GEM-X (10x Genomics) 3' single cell RNA library
preparation

Room 220, Institute of Genetics and Physiology, Al-
Farabi Ave. 93, Almaty

Master-class leader - Anton Vitovtov

Single cell RNA sequencing on the Genolab M
(GeneMind) platform

Genomed, Zhandosov street, 4

Room 528 - Lecture hall

Room 529 - Sequencing room

Master-class leader - Elena Kopanceva

Coffee break, Partner exhibition
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WET LAB MASTER-CLASSES (DAY 2)

0930 -17.00 1 Sample preparation. From mRNA to Protein in
1 Context: Resolving Spatial Gene-Protein
1 Discordance in Complex Tissues
Room 306, Institute of Genetics and Physiology,
Al-Farabi Ave. 93, Aimaty
Master-class leader - Marina Patysheva

10.00 -15.00 ' Oxford Nanopore sequencing
1 Room 208, Institute of Genetics and Physiology,
1 Al-Farabi Ave. 93, Aimaty

Master-class leader - Alina Tepliuk

Coffee break, Partner exhibition



MAY 29-30, 2025

Venue:

Institute of Genetics
and Physiology,
Al-Farabi Ave. 93,
Almaty

HANDS-ON
BIOINFORMATICS &



09.30 - 15.00

09.30 - 10.30

10.30 - 12.00

12.00 - 13.00

13.00 - 15.00

10.00 - 17.00

10.00 - 11.30

11.30 - 12.00

12.00 - 13.00

13.00 - 14.00

14.00 - 15.00

15.00 - 17.00

HANDS-ON BIOINFORMATICS (DAY 1)
Room 317, Institute of Genetics and Physiology, Al-
Farabi Ave. 93, Almaty

Pavel lamshchikov, Tomsk NRMC; Tomsk State
University
Introduction to RNAseq

Pavel lamshchikov, Tomsk NRMC; Tomsk State
University
Basic bioinformatics of bulk RNAseq

Coffee break, Partner exhibition

Alexander lkonnikov, RUDN University
Basic bioinformatics of single-cell RNAseq

HANDS-ON BIOINFORMATICS (DAY 2)
Room 317, Institute of Genetics and Physiology, Al-
Farabi Ave. 93, Almaty

Anna Khozyainova, Tomsk NRMC
Cell type annotation in single-cell RNAseq (online)

Coffee break, Partner exhibition

Alexander lkonnikov, RUDN University
Sample integration in single-cell RNAseq

Alexander lkonnikov, RUDN University
Differential expression analysis in single-cell RNAseq

Coffee break, Partner exhibition
Pavel lamshchikov, Tomsk NRMC; Tomsk State

University
Introduction to spatial transcriptomics (online)
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